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Identifying Druggable Targets in Cancer using
Chemoproteomics (an ‘omics’ approach to drug discovery)

Cancer Cell Lines/ Target-Specific Small Molecule Screen

Patient Tumors (advanced covalent inhibitors library)
e © N @(”3@ i Drugggble e ® Covalent

e 0O e G i \ Proteins <~ ©89© inhibitor
o® Cysteine & Proteomic |~ ® ‘100 > (@

reactive @ analysis e o 0 - . °®
DrugProbes o®
Cysteine Druggability Mapping (CDM) Biological

Characterizationj




